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Figure 1. (A) Electrophoresis of PCR product for SQS1 gene. 1- Coding region of SQSL gene. M-1000 bp ladder (B) -
Electrophoresis reaction for enzyme digestion of the pTZ57R/T plasmid containing SQSL gene with BamHI and Xbal. 1-PCR
for SQSL1 gene. 2- Double digestion with BamHI and Xbal enzyme. 3- pTZ57R/T plasmid. M-1000 bp ladder
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Figure 4. Displaying the three-dimensional structure of protein by I-TASSER program and survey it using Chimera. 1-
Ribbon three-dimensional structure. 2- Surface of the protein. 3-Transmembrane domains. 4- Hydrophobic amino acids. 5-
concerved sequence of the protein: Y ChyVAGLVGlgLskL sequence (pink) and MGIfIQktNIiRDY leDine pksRmFwP

sequence (yellow).
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Chart 1. Study of SQSLI gene expression in various organs using qRT-PCR
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Abstract

Licorice (Glycyrrhiza glabra L.) is one of the most important medicinal plants and contains bioactive
compounds such as triterpene saponins (glycyrrhizin) and phytosterols. Squalene synthase (EC 2.5.1.21)
is a membrane- bound enzyme that converts two farnesyl diphosphate molecules into squalene, a key
precursor for sterol and triterpene biosynthesis. In this study, the coding sequence of squalene synthase 1
in Iranian native licorice was cloned in pTZ57R/T and the characterization of its polypeptide was
predicted by using bioinformatic tools. The cDNA of GgSQSL is 1242bp and encodes a 413 amino acid
polypeptide. Bioinformatic analysis revealed that the deduced GgSQSL polypeptide had high similarity
with squalene synthasel of members of the glycyrrhiza genus. Subcellular analysis showed that the
activity of this polypeptide is in the endoplasmic reticulum. The molecular weight of this polypeptide is
47.3 kDa with a pl value of 8.18. Two transmembrane domains and two protected regions were detected
in the amino acid sequence. The three-dimensional protein structure was predicted using I-TASSER
software. In the predicted structure, transmembrane helixes, hydrophobic amino acids, the conserved
sequence and amino acids on the protein surface were identified using Chimera software. Studies of
Squalene synthasesl gene expression showed that the highest and lowest expression occur in the root and
green organs of the plant, respectively.
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