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Figure 4. Heredity of Cancer Types (Cariaso and Lennon. 2011).

LaSNP =o3i) Cg.taﬁ}.e

W50 Bgy) Bgleass daal Heawsas Js

osss ot (N Y Y T7)
a3, olb e 33 67 0
olaasi ote,. | TR T T
bl;.‘ds}{. ‘;\Lb)-\d 60 33 2

(Cheetham et al. 2013) Lol o ¢l5il 55 LSNP a3 55 -0 K&
Figure 5. Genomic distribution of SNPs in a variety of cancers (Cheetham et al. 2013).

[ Downloaded from gebg.ir on 2025-10-28 ]

[ DOR: 20.1001.1.25885073.1397.7.2.11.2 ]

Tlss Sy a0l e sl 4 s LSl (al. 2012
Badi esls Lasis planl d>le 53 S|y sls g S
Ol o & aly S o 81 ol 5 ail e SSU bt
S5l eea s (Jerant et al. 2000) Wil o Co sy
coman 5 O Dal s 4 53 pge Jalse
Maruyama and Suzuki. ) ..l o LLLNCRNA L g5l
cilisee ol w3 HOtp 0F i& 4 4> 5 L (2012
Sk o3y ys Hottip 0 Ol oy s L (glantlas
S Lsls SIS b S Lo s sl gDl BI6F10
Lo e o e Ol Hottip 03 B1I6F10 Jslu o35 55

&f.‘f‘ )l};.} J_}.L.u LS"‘;) w‘ )J Qj &)'-l‘ 45 J.J...«“I‘J )Lk.:."

Joli s il o ol s plgl Sl (S sy O
E5 a5 Sl Sy S oY s eole e ol
A Db 5wl Jgle Db Lol Lol
5> Ol pl (Cakir et al. 2012) 54 s o
Leiter et ) .ib . A b (s Cesy b gbaoldl
Cowss 0L ,w Lo)s A su> (@l 2008
dosn Yoossde 5wl gladsle Ol e ol sihe o
G Ob w3 ol il e i adde O
Slatom e 5l Ll dipd e S s ok
e S aY 5 8 (e eSS slad k)

George and Scott et ) W ,8 o slits ljls 550 5 S

- \f‘\VQM},}ﬁQlY o)l.n..’b/,gm’ o)jé/‘;hw:" ~)@“|9M~3@”W


https://dor.isc.ac/dor/20.1001.1.25885073.1397.7.2.11.2
http://gebsj.ir/article-1-287-fa.html

[ Downloaded from gebg.ir on 2025-10-28 ]

[ DOR: 20.1001.1.25885073.1397.7.2.11.2 ]

Q‘)&«A}d)}i’c

e duSAS & WRNA

S o 5L CNS s S & ciyls 5l 3 80 o
sl T A5l (o les g Lx L LLNCRNA 0L s o
ol DL )3 A g ol ez SGT 5 ol

.(Esteller. 2011)
Sosb a4 il e 28 sl LLNCRNA e LSS s
e Bl 3 1y LLNCRNA Sl ¢ o535 Slallls oS
4> LLncRNA ¢u: Sh oo ) e s e OLES Ol
5> ol edd a5 by 5 Lsd e Ol CNS (glad por

Linetal. ) <. W‘L{MW.}J&L&}‘P&
2011; Mehler and Mattick. 2007; Mercer et al. 2008;
p55 b Ll 5 amlis b opii=e (Ng et al. 2012

(HAR, Human Accelerated « by 20 >l 5 co3lals
LHAR s 5 glabs Sl w’j 4> |, Regions)
Vgans 5 ok pdlS o JalSS J= L3 o 4 bl
S K s s oSS 53 Jots 5105 b sloes
b e glas Shas 53 LOT ol 18 godias 0L
ol Ole > (Pollard et al. 2006) ol OLudl 320 5
Ol 1y els o i o i HARL gamb o > 5
slael o LNCRNA 53 HARL U 5l das o
S i Sl e &y 50 4 «S HARIR 5 HARLF
S 03 Qi nl gy osdle g o (o 55 e S
53 BLNCRNA (555 5555 Solatnns Slalllas )51 5
s 3 LLNCRNA 31 e 5 LB oS a5 bl )5 jxe
Gl glataand WSS 3 5 s Ol @l s
Lol i Coulin S gles,y pled 5 Colans] e

.(Mercer et al. 2008)
sbse gble js 31l ) s 4 LALNCRNA - oocas
Ol syl 31 bl 51 0T ST & Wi Ol 5o
O3 b sbee Gble 51 L s e55 s (Enhancer)
3 P SeliS il S GulS sla s e diSUS
Aied ae ot JolSS 3 s sla) s s

Lol eubis 25 s dasOlis ol cpl (s o o sis)

BB e gacaw sl S s Hottip 1.5 oS ol
2 Gk S sl Ol B D el s
O o boson)l8 ¥ she smla aile b5 a0l o
Jiang ) s ls 0551 58 Sy 5 0908 (i g
.(and Bikle. 2014; Shiri Sichani et al. 2017

S5 S (B8 s

(Central Nervous System, CNS) (¢S o  ae (s
gl 5l & cul edamy (S3ssm pteew S Ol
S b Ssles Spse 40 a8 badshe 51 ol
RIRVE i RPCINR 0BG PR Y K S I RO [P
JSE i WS 5 Sass sbad e ) esls Dl
Llodks abilosle by mae glaaSd 55 a5 ol 0l
Las e LSE 1y b glas Shes 5 phe ulad
Sl ol edomn 3 Sae 5 oSS (Graff et al. 2008)
JSas adshe 55 05 Ol 335 U8 4 S oline
3,15 CNS (goins

Sl Sl ol sl LS s
Jobo Cup 5 3Shes Bim 5 Jpies (K85l
b el SIS sl il s e
o el Gl Do 4 s 5 e slaply
05 ok o5 nl s ek 3 Shas sla0) 6,50
Slagal Shugyen 53 Gkl Bl wS e B
Khalil et al. ) .,ls s CNS slag ey 5 o 2l
oyl .(2009; Mattick et al. 2009; Chen et al. 2011
Sl L fels Js (S5l Sl
Syt Dl 5 DNA G5dlie Gi b 5l (iley S
Bl p 5 il 3 @3h5 Gl s &S il
L;uwj Sl ik iy 4 5 Al e
Ly or bl S5 5e slacnls 5 e oShaS (S5
ol xte (Lin et al. 2011; Carninci et al. 2005)
b b 3 Ses 5 St S 05 et slaeid

\yay ul.«.m.o)g).ul.; 1Y O)Ln.& /M 090 /w) ‘sﬁwlij (WIS -



https://dor.isc.ac/dor/20.1001.1.25885073.1397.7.2.11.2
http://gebsj.ir/article-1-287-fa.html

[ Downloaded from gebg.ir on 2025-10-28 ]

[ DOR: 20.1001.1.25885073.1397.7.2.11.2 ]

e duSAS 2 WRNA

Q‘)&aﬁjé}}ib

.(Mehler and Mattick. 2007; Mehler. 2008)
b 3 Slas 3 Gles 28 s i& LaLncRNA
Sk 35 Ll e skl ey
Qureshi et ) W 55 . o s S5 P, s VD
.(al. 2010; Mehler and Mattick. 2006

s LLNcRNA ((Lipovich et al. 2013) \ Jsd> s
el 0l 03551 me sl 5l & 2 L 0T bLS |
3 RS s (Sok e (Golan an Olo 4 aalsl o
(253 ealy LNCRNA L ol bLs |

Belgard et al. 2011; ) Al o 355 jsbms A0S sl 2
Sl A8l o eomes LLLNCRNA (Kim et al. 2010
Sl Gosre Sy eisaS &S G5 sla S

L g ) Mt eze LSS glann] B
Sl gl bl any 3 5 Wb eae glaolins
el e w5 e ladens S e
05 S (..J@ 0> 4 das e Ol |, LaLncRNA
s ok sbadshe i alax 5l Sl slas Shas
(Neurogenesis) 1503, (Neural Stem Cells, NCNs)

(Lipovich etal. 2013) ac sl low 51 5 » b ol Ll s LLNCRNA -\ J g

Table 1. LncRNAs and their association with some neurological diseases (Lipovich et al. 2013).
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Abstract

A major part of the gene-expression products has composed by non-coding protein-binding
ribonucleotide sequences including short and long RNA molecules ranged in ten to hundreds
which more than 200 nucleotides are called “long non-coding protein RNA, or IncRNA”.
LncRNAs act important roles in some cellular processes by their special molecular structure.
Purposes of this study were to evaluate the function of regulator LncRNAs as a major component
in intracellular processes and regulating gene expression at different epigenetic levels,
transcription, and post-transcription. We also aimed to evaluate the function of LncRNAS in
development of the central nervous system, increase or decrease of their expression in some
disease like cancer and their roles in some animal diseases. Many modern technologies and
advanced bioinformatics methods have been developed to identify LncRNA molecules. Here, we
review the current state of knowledge of the IncRNA field, discussing what is known about the
genomic contexts, biological functions, and mechanisms of action of IncRNAs. Although there
are several online databases to facilitate researches and share scientific information related to
these molecules. Therefore, it is expected that studying on this particular type of RNAs to find
out their functional and regulatory roles is increasing; and there is still a great deal of space for
developing researches in human and animal diseases. There are hopes that more perspectives to
find out therapies for many types of diseases, especially those with no definitive treatment. In
addition, we wish to obtain significant advances in genetics and livestock breeding by finding
new functional and regulatory roles of LncRNAs in animal productive traits.
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