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Abstract

The high nutritional value has made potato the fourth most important food source after wheat, rice and
corn worldwide. In this study, in order to identify and investigate the expression pattern of the most
significant genes involved in the synthesis of flavonoids at different potato tuber developmental stages,
the RNA sequencing data was obtained from three different potato tuber development stages, namely;
initiation of stolon formation, stolon swallowing and initiation of tuber formation. In order to validate the
expression of identified genes involved in the biosynthesis of flavonoids in potato tuber (62 genes), the
expression of significant genes were evaluated by using gRT-PCR method. The results of this study
showed that at the stolon swallowing stage, 10 and 11 genes had a significant increase and decrease in
expression, respectively. Comparing the stolon swallowing stage with initiation of stolon formation, 7 and
20 genes showed a significant increase and decrease in expression. At the initiation of tuber formation, it
was found that 14 genes had a significant decrease in expression. In total, 4 key genes CYP98A3, ACT,
SAT and BEAT were identified with significant changes among developmental stages. The amount of
flavonoid in the three developmental stages was also significantly increased with the transition of
developmental stages. The average of flavonoid content was 1.9, 7.2 and 24.8 mg/gFW for tree
developmental stages, respectively. Since CYP98A3, ACT, SAT and BEAT are key genes involved in the
biosynthesis of secondary metabolites in the potato tuber, they can be considered as possible candidate
genes for alteration of flavonoids content in potato.
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Table 1. The primer sequences of candidate genes involved in flavonoid biosynthesis during potato tuberization.

Gene symbol Sequence (5'-3") Annealing temperature (°C) Product length (bp)

F GCACCCTCCAACTCCCCTAATG 60.1

CYP98A3 118
R ATCACGACCTAACGCCCACAC 60.05

ACT F GCGGGCTAAGTGGATTTGAGTC 61.57 158
R GTGTGGCAGAGGTTCTTGTAGTAG 60.86

SAT F GCTGAAATGGTTGCGAGGAG 59.55 183
R GCTCAATAAACAAGGTCTCAAACG 58.85
F TTTAACACATCTTTACCCTTTAGC 55.37

BEAT 196
R ATTCGTCTCGTCCACATCC 56.96

1.1 F GTCACACTTCCCACATTGCT 58.39 112

e -

R CCAGCATCACCGTTCTTCAA 58.48
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Fig 1. Three different developmental stages of potato

tuberization: 1: Hook-like tip; 2: Swollen cap and 3:
Beginning of tuberization.
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Fig 2. Gene expression analyses of genes involved in the flavonoid biosynthesis pathway during potato tuberization. number of differentially
expressed genes (DEGs) in potato tuber (a) Hook-like tip stage vs. Swollen cap stage; (b) Hook-like tip stage vs. Beginning of tuberization stage and

(c) Swollen cap stage vs. Beginning of tuberization stage.



https://dor.isc.ac/dor/20.1001.1.25885073.1401.11.2.21.0
http://gebsj.ir/article-1-441-fa.html

[ Downloaded from gebs.ir on 2025-10-28 ]

[ DOR: 20.1001.1.25885073.1401.11.2.21.0 ]

ol 5 M s 53 ;803 Gla 05 Ol sz 5 2ol

OLen 5 parool

Log2FC

CYP98A3 ACT

Log2FC
N

CYP9BA3 ACT

Log2FC
o

6 -
CYP98A3 ACT

a
= gPCR
SAT BEAT " RNA-seq
m qPCR
SAT BEAT
m RNA-seq
C
m gPCR
SAT BEAT m RNA-seq

4 e il DB S5l e () 5 gt0 SIS Al oy Cd ile L S5 al s (D) GRT-PCR 5 RNA-Seq ;i eslinal b a8 sla 0 0Ly -¥ IS

ﬁl—‘u“ﬁD aM:uL:a‘Ua?Lthjlyf}o.&@ﬁdj}fAaw(a))h&h%d?—f(c)jféu\c@ﬁd?f

Fig 3. Comparison of candidate genes expression levels using RNA-Seq and gRT-PCR analysis. (a) Hook-like tip stage vs. Swollen cap
stage; (b) Hook-like tip stage vs. Beginning of tuberization stage and (c) Swollen cap stage vs. Beginning of tuberization stage. Error bars

indicate +SD.
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