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Table 1. Details of reference genes primers used for Real-time PCR analysis

™m ) o Accession Gene
Primer sequence Gene description
(°C) number  symbol
59.4 5'-GCTGGCTCGTTCAACTGATG Forward  26S proteasome non-ATPase
. HG670306.1 Ta.22845
60.3 5-GGACCAAGCGTTCTGATTACTC  Reverse regulatory subunit
60.3 5'-GTGTACCCTCAGAGGAATAAGG  Forward
Actin AB181991.1 Act
60.3 5'-GTACCACACAATGTCGCTTAGG  Reverse
59.8 5-CTAACTGCCTTGCTCCTCTTG Forward  Glyseraldehyd-3-phosphate
HG670306.1  GAPDH
58.4 5-CTTGGAATGATGTTGAAGCTGG  Reverse dehydrogenase (GAPDH)
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Table 2. Ranking of tested housekeeping genes for salt stress conditions in wheat root using BestKeeper

algorithms.
Cv SD Gene Ranking
0.82+0.32  Actin 1
16.76+4.84  GAPDH 2
21.66+ 6.68 Ta.22845 3
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Figure 1. Melting curve for the candidate reference genes
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Figure 2. Ct values of candidate reference genes in all wheat root samples.
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Table 3. Ranking of tested housekeeping genes for
salt stress conditions in wheat root using Norm
Finder algorithms

Stability )
Gene Ranking
value
1.077 GAPDH 1
3.175 Actin 2
3.439 Ta.22845 3
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