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Figure 1- PCR product of the beta 1 and 4 endoglucanase gene of the Bacillus subtilis strain B5d (1500 bp).Lane 1
(Ladder), Lane 2 (control) and Lane 3 (the PCR product of B-glucanase gene)
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Figure 2- The amino acids sequences of p 1, 4 endo-glucanase gene from the Bacillus subtilis strain B5d. The
amino acids of 12 to 88 is the catalytic domain in N terminal and the amino acids of 148 to 229 is cellulose binding
domain (CBM3) in C terminal of 1, 4 endo-glucanase.
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Figure 3- Fig. 3 Phylogenetic analysis based on the partial amino acid sequences of 3 1, 4 endo-glucanase genes from the
Bacillus subtilis strain B5d and some reference sequences retrieved from NCBI GenBank. The numbers at the nodes indicate
bootstran values based on 1.000 renlications.
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Figure 4- Temperature stability of Bacillus subtilis B5d B 1, 4 endo-glucanase
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