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The activity of ascorbate peroxidase (Cm APX) enzyme and
expression level of it's encoding gene in salt stress condition in
three Sistan melon Landraces (Cucumis malo L.)
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Table 1- sequence of the primers used in Real Time PCR reactions

Gene Forward Primer

Reverse Primer

Cm APX TCAGCAAAAAAAGCATCCTC

ACTACCAACCCTCTCATC

18s rRNA GGACAGGATTGACAGATTGATA CTCGTTCGTTATCGGAATTAATTA
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Figure 1- Standard curve Cm APX gene, horizontal axis:
logarithm cDNA concentration- vertical axis: Cycle

Threshold (Ct).
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Figure 3- Cm APX gene expression in three Sistan melon
Landrace (Sefidak, Ghandak and Sefidak Khatdar) treated
with salt stress.
oo UaeS1 BT sl 5T e Ll ol 3
el SIS ) 4 e sy a3 0 55 05 S,
Lo s p O Ol Ol J3 i 55 &S 5laasT, ol Sl

oS sls OLas (F Jsds) Waesls (gslel a5 s LS s

sdas 0L 58T U5 s ST g S2ST5 035503 5585,
Real Time =iSly e 55 (2S15 55 colantl LL o5
Labas 5 3l Coaed s ol Oly oles a5 5 b PCR
Al

185 5 CMAPX 05 53 ;& sl CMAPX 05 Loms Ol
SLr s s s 3 28,5 Dy 2S5 JastRNA
Real ol 150 p 5 5heslinal b 5 Loy o il 5l
Sl SLEL rals s o~ Time PCR SetCorbett (3000)
5 s 54 18S TIRNA 5 Cm APX 05 gl o il b 56
s ol 35d e 0ds a3 AVPC 5 AVOC 550 les
Sl 3 AVPC CM APX 05 J sams TM S ol ) S
e 3l (6,8 e 3l e .ol AN°C 185 TRNA (5
omtl 03 Al sty s am s oie el 5l e s
Sy S o S Gl e G _SLLe peak o i
035 ol odins OLL dad pamms sled (510 S 22
b gewe g3 K4 .ol Real time PCR 2815 J yame

dF /T

Ol O 53 50 Ky €M APX 05 Cogd owie =Y IS
Cm APX 03 Jsame TM ol Sl a3 AV (glas odias
Cm APX 05 wsd oww o Ky Jledl g Ails
el YOO MM L;)).zcla“)> Sdiw o 4 by e
Figure 2- Melt Curves of Cm APX gene, The peak
indicates a melting temperature (Tm) of 87 °C in Cm APX

gene product. For example, the red color is the melting
curve of Cm APX gene in Sefidak landrace at 250 mM.
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Table 2- gene expression Analysis Cm APX in Sistan
melon Landrace (Sefidak, Ghandak and Sefidak Khatdar)

treated with salt stress.
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Figure 4- Interaction between salinity and cultivar on APX

activity. The salinity levels were 0 (* ), 250 (% ) and 350
(™) mM NacCl.
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Table 3- Analysis of variance of antioxidant activity.
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