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Figure 1- schematic figure of T-DNA region in three plasmid construct; P35 s: The constitutive Cauliflower Mosaic Virus 35S
promoter,LeB4: leader peptide from bean that caused protein accumulation in endoplasmic reticulum, KDEL: leader sequence that leads
protein into endoplasmic reticulum, LS: leader peptide coding sequence from carrot that caused protein discharge into apoplestic region, PA:
polyadenylation signal, Pnos: nos gene promoter, nptll: kanamysin resistance gene, nos: nos gene terminator; plasmid 1: construct causes
accumulation protein in endoplasmic reticulum, plasmid 2: construct causes accumulation protein in apoplast, plasmid 3: construct causes
accumulation protein in cytoplasm.
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Figure 2- PCR colony gel of recombinant Agrobacterium tumefaciens LBA4404 and GV3501 strains; left side: L: size marker, 1, 2, And 3:
LBA4404 strain transformed by plasmid 1, 2, And 3,-: negative control. Right side: L: size marker 1, 2, And 3: GV3501 strain transformed
by plasmid 1, 2, And 3,-: negative control.
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Figure 3- Agarose gel electrophoresis of genomic DNA PCR reactions: 1: not transformed leafas — control, 2-8:
transformed leaves, 9: transformed Agrobacterium as + control, 10: DNA ladder.
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Figure 4- Electrophoresis of RT-PCR products on 3% agarose gel, M&L.: size marker, 1a, 1b: leaf sample transformed by plasmidl, 2a, 2h:
leaf sample transformed by plasmid2, 3a, 3b: leaf sample transformed by plasmid3.C: negative control.

s 80 53 05 5,50) SUS o 5T b Olsn ilsls 520 =Y Jpor
Table 2- Variance analysis of enzyme activation (microgram per microliter)

(MS) lny o o Kils @351 a3 7 e
0.91** 1 ey
1.41** 2 oDl
1.50%* 1 o
0.28 ns 2 5% LSy
0.14 ns 1 L X 055
0.21ns 2 G X deandly
0.09ns 2 43 X 0B X LDy

0.11 72 o

J\JL;'J.A(:J&nS‘)M_)é\ }0 dL&J‘?“C}k—w}})l)L;N ;.».:J‘J:A.g**}

*

2. *and ** respectively Significant at the 5and1percent levels, and ns not statistically significant
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Diagram 1- glucose level mean comparison (ug/pl) in leaves by different plasmids
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