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Table 1: Specifications of genetic loci that are used in this study
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Figure 1 . Microsatellite profiles of Barbus grypus at loci MFW2 and BI1-153

ot Ao Glaamaz s axdllas 3550 S5 slaolllr (S5 ¢ 55 Y dgder

Table 2: Genetic variability of microsatellite loci in two populations for Barbus grypus

MFW26 MFW7 MFW2 GGM024 GATAZ20 BI1-153 Bbarll

9 10 11 8 10 13 11 N,
4.980 6.614 7.962 3.994 7.310 10.504 6.158 Ne
0.360 0.640 0.880 0.520 0.760 0.960 0.720 Ho X
0.799 0.849 0.874 0.750 0.863 0.905 0.838 He 2
e e LT LT e e ok pHwW

13 13 13 9 12 15 18 Na
8.929 9.124 10.246 5.274 7.622 10.163 12.626 Ne %
0.680 0.920 0.800 0.800 0.760 0.640 1.000 Ho =
0.888 0.890 0.902 0.810 0.869 0.902 0.921 He b
seseste seseste sesleste sl st sl sesleste pHwW

56}:—‘%5& ) Fis {15 ICSPVRESONIS P07 He 00is sanlice 559 5 Ho 550 sl JI olasws Ne to0s sanlie sla Pl slass N,
el P<efe o) el P<efo) al P<e100 (g)lo cme pas NS) S pily-g0la Jolas Jlois! e -PHW

Na, number of observed alleles; Ne, number of effective alleles; Ho, observed heterozygosity; He, expected

heterozygosity; Fis, fixation indices;, PHW, Hardy-Weinberg probability test

(*P<0.05, **P <0.01, ***P < 0.001, n.s, non-significant).
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Table 3. Nm, F4 and Fs index of five microsatellite loci in two populations for B. grypus

oSk MFW26 MFW7 MFW2 GGM024 GATA20  BI1-153 Bbarll ol
Average Locus

0.028 0.034 0.021 0.018 0.046 0.036 0.010 0.035 Fq
0.136 0.384 0.103 0.054 0.154 0.122 0.114 0.022 Fis
10.781 7.077 11.945 13.543 5.242 6.724 24.021 6.912 N
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ABSTRACT

hirbot (barbus grypus) belongs to the Cyprinidae family and is widely present in

the west and Southwest’s water resources of Iran, especially the Karkhe River in

Khuzestan Province. The aim of this study was to compare levels of genetic

polymorphism between Karkhe River and cultured Barbus grypus populations
using seven microsatellite loci. Genetic diversity was investigated by studying 60
samples collected from two regions. According to the results, the F4 value was 0.033,
which indicates low genetic diversity between the populations. Most of the loci showed
deviation from Hardy-Weinberg equilibrium. Also a relatively high level of gene flow
was found among the population. Genetic variations in Karkheh: mean number of alleles
per locus, N;=10.286, mean effective number of alleles, N¢=6.789, observed
heterozygosity, H,=0.691 and expected heterozygosity, He=0.840 and cultured fish
Ns=13.286, N¢=9.141, H,=0.800 and H=0.883 were not statistically different. Also,
analysis of molecular variance showed that there is low genetic variation among
populations and most of the observed variation is within the populations.
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