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Alignment of the Enzymes in Inulin Biosynthesis Pathway in
Plants
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Fig. 1. The reactions of fructan biosynthesis in chicory. Fructan polymerization by 1-SST and 1-FFT (A), back transfer
by 1-FFT (B), inulo-n-ose production by 1-FFT (C), fructan exohydrolysis by 1-FEH (D) (GF = sucrose, F = fructose, G
= glucose, GF2 = 1-kestose, GFn/m = inulin, Fm = inulo-n-ose) (Van Arkela et al., 2012).
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Figure 3- Amino acid sequences of three enzymes (1-SST, 1-FFT and 1-FEH) along with demonstration of Glycosyl
hydrolase family (GH32) subgroups and conserved amino acid motifs (specific sites) which led to common structure of

these enzymes. (Source: Conserved Domain Database).
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