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Table 1- Accession number of registered ESTs in NCBI database and their length (bp).

b e el Jsb P dob e it gp A
Length 'Arﬁrf;'eorn Length  Accession number Length  Accession number Length ﬁcjfrfg:frn
458 JZ19105.1 512 JK671259.1 230 JK671254.1 261 JK671242.1
403 JZ191060.1 284 JZ191048.1 360 JK671261.1 312 JZ191047.1
500 JZ191072.1 200 JK671234.1 292 JK671262.1 211 JK671209.1
265 JZ191069.1 663 JK671260.1 214 JK671201.1 213 JK671255.1
292 JZ191076.1 353 JZ191077.1 244 JK671195.1 213 JK671266.1
353 JZ191080.1 212 JZ191088.1 240 JK671190.1 391 JK671253.1
384 JZ191086.1 237 JZ191090.1 225 JK671216.1 349 JK671176.1
255 JK671244.1 260 JZ191082.1 354 JK671212.1 200 JK671258.1
350 JZ191043.1 302 JK671192.1 204 JK671218.1 260 JZ191052.1
352 JZ191074.1 236 JZ191093.1 309 JZ191045.1 207 JZ191089.1
200 JK671200.1 352 JK671251.1 261 JZ191050.1 208 JK671187.1
200 JK671182.1 706 JK671248.1 269 JZ191053.1 247 JK671236.1
576 JK671250.1 277 JZ191085.1 235 JZ191081.1 230 JK671267.1
331 JK671246.1 612 JK671263.1 353 JZ191087.1 266 JK671232.1
432 JK671264.1 322 JZ191044.1 392 JZ191067.1 232 JK671257.1
363 JK671249.1 259 JZ191056.1 361 JZ191064.1 201 JK671211.1
344 JK671222.1 323 JZ191075.1 260 JZ191051.1 203 JK671215.1
239 JK671226.1 435 JZ191061.1 247 JZ191055.1 496 JK671231.1
510 JK671238.1 391 JZ191062.1 386 JZ191068.1 365 JZ191042.1
512 JK671245.1 363 JZ191063.1 289 JK671223.1 306 JZ191046.1
344 JK671256.1 307 JZ191079.1 523 JZ191071.1 566 JZ7191047.1
306 JK671217.1 307 JZ191078.1 607 JZ191070.1 357 JZ191065.1
663 JK671260.1 649 JK671233.1 225 JK671216.1 350 JZ191066.1
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Figure 1- Characterized ESTs isolated from Aeluropus based on existence or absence of similarity and function compared to
proteins in data bank.
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Figure 2- Comparison of investigated ESTs with proteins in database using blast rules of alignment.
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Figure 3- Putative function of investigated ESTSs after blast with proteins in data bank.
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Figure 4- Phylogenetic tree of proteins in database (BlastX results) with GABIT26 (JZ191067.1) using Clustal W, MEGA 5
and Algorithm NJ.
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