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Leiter et ) .ib . A ol by Cesy b gbaoldl
Cowss 0L ,w Ao)s A su> (@l 2008
dosn Yoossde 5wl gladsle Ol e ol sihe s
G Ob w3 ol il e i gbad e O
Sladem e 5l Ll dipd e S s ok
e Sled aY 5 S (e eSS slad k)

George and Scott et ) W ,8 o clits jls 5505 S

- \f‘\VQM},}ﬁQlY o)l.n..’b/,gm’ o)jé/‘;hw:" ~)@“|9M~3@”W
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S o 5L CNS s IS & ciyls 3 80 o
sl T A5l (o les g Lx L LLNCRNA 0L s o
ol DL )3 A g ol ez SGT 5 ol

.(Esteller. 2011)
Sosb 4 il e 28 sl LLNCRNA e LSS s
e bl 3 1y LLNCRNA Clls ¢ o535 Slallls oS
4> LLNcRNA ¢u: S oo ) e s e OLES Ol
5> ol edd a5 by 5 Lsd e Ol CNS (lad por

Linetal. ) <. W‘L{MW.}J&L&}‘P&
2011; Mehler and Mattick. 2007; Mercer et al. 2008;
p55 b Ll 5 amlis L opdi=e (Ng et al. 2012

(HAR, Human Accelerated « by 20 >l 5 co3lals
LHAR 1> 5 glabs Sl w’j 4> |, Regions)
Vgans 5 ok pilS b JolSS J= L3 o 4 bl
S K s s oSS 53 Jots 5105 b sloes
b i glas Shes 53 LOT o5l 18 godias 0L
ol 0le > (Pollard et al. 2006) ol OLudl 320 5
Ol 1y el o i i HARL gamb o > 5
slael & LNCRNA 53 HARL el 5l das o
S i Sl s &y 50 4 4 HARIR 5 HARLF
S 03 Olde nl gy osdle g o (o 55 e S
53 LLNCRNA (555 555 Solatnn Slallas )5l 5
s 3 LLNCRNA 31 e 5 LB oS a5 sl )5 jxe
Gl glataand WSS 3 5 s Ol @l e
Loy i gy S lesy bl 5 Cpolantl she

.(Mercer et al. 2008)
e gble js 31l ) s 4 LALNCRNA - oocans
Ol syl 31 bl 51 0T ST S Wi Ol 5o
05 L sl bl 51 L 5 55 > (Enhancer)
3 P SeliS il S GulS sla s, ediSUS
Aies ae ot JolSS 3 s sla) s s

Lol eukis 25 o dasOlis ol cpl (s o o sis)

BB e gacaw sl S s Hottip 1,5 oS ol
2 Gk S sl Ol B D el s
O o boson)l5 ¥ she smla aile b5 a0l w
Jiang ) s ls 0551 58 Sliws 5 0508 (i g
.(and Bikle. 2014; Shiri Sichani et al. 2017

S5 S (B8 s

(Central Nervous System, CNS) (¢3S o oae (s
gl Bl & cl edamy (S3ssm pteew S Ol
B b Ssles Spse 4 a8 badshe 51 ol
RIRVE i RPCINR 0 BN PR Y K S I JOM [P
S atie WS 5 Sass sbbd e sl Db
Llodks akilosle by mae glaaSd 55 a5 ol 0l
Las e LS 1y b glas Shes 5 ke ulul
Sl edamn 3 Shae 5 oSS (Graff et al. 2008)
JSas adshe 55 05 Ol 335 U8 4 Ko oline
3,15 CNS (goins

Sl Sl ) sl LS s
Jobo Cup 5 3Shes Bim 5 Jpies (K85l
ol SIS el il s e
o el Gl Dse w5 e slaply
05 ok w55l s ekd 3 Shas sla0 6,50
Slagal Shugyen 53 Gkl Bl aS e B
Khalil et al. ) .,ls s CNS slag ey 5 o 2l
ol .(2009; Mattick et al. 2009; Chen et al. 2011
Sl L fels Js (Sl sl
Sxeed Sl 5 DNA G5dlie Go b 5l (iley S
Bl p 5 sl 3 @3b5 Gl s &S il
L;uwj Sl ik a4 5 Al e
Ly or bl Js5e Slacnls 5 s oShaS (S5
ol xbe (Lin et al. 2011; Carninci et al. 2005)
b s 3 Ses 5 St S 05 et slaeSid
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.(Mehler and Mattick. 2007; Mehler. 2008)
b 3 Slas 3 les 2uS s i& LaLncRNA
Sk 3 s Ll e gkl s
Qureshi et ) W 55 . o s S5 P, s VD

.(al. 2010; Mehler and Mattick. 2006
s LLNcRNA ((Lipovich et al. 2013) \ Jsd> s
el 0l 03551 me G lew 5l & 5 L 0T bLS |

3 (RS e Sob o (Solen 4w Ol 4 aslsl s
W55y ealy LNCRNA L ol bLs |

Belgard et al. 2011; ) Al o 355 jsbms A0S sl
Sl A8l o eomes LLNCRNA (Kim et al. 2010
Sl Gosre Sz eisaS &S G5 e S

L g i At eze LG glann] B
Sl sl Ll ane s Jl 3 5 Wl s slaelans
F P RO S KRR Joes
05 S (..J@ 0> S das e Ol |, LaLncRNA
s Sl sbadshe i alex 5l Sl slas Shas
(Neurogenesis) 1503, (Neural Stem Cells, NCNs)

(Lipovich etal. 2013) ac sl low 51 5 5 b ol Ll s LLNCRNA -\ J g
Table 1. LncRNAs and their association with some neurological diseases (Lipovich et al. 2013).

Solew Obs Ol e Sl LncRNAs
O3einSOY 5 el ol A s o P Sl Sox20T
O iS5l 5 sl T At s o S ey BO1Rik1810014
OS5l 5 yaal T als OB WL s> 53 LNCRNA S 4 sen BC200
el ol BACEL 03 3l ol o 5355 BACE1-AS
el ol Rad18 03 3l el o 535, NAT-Rad18
O 5Ssla el o il HTTAS
058l ol
05l Sals 7T S ot 2 DGCR5

22011 o 55505 arkad (55,

Sl s b Ll s s el o Lal A skl &
AT Gl s Ll sl sy S L el
Sl e 4 A5 Ol 5 edkel gz 40 SAdciclion
S ol eyl BACEL il e 42-B s lal Ol e
(Amyloid Precursor Protein, ,\::}1:,:? St S
(Amyloid B B .5 skl sladzs 5 L3 0 5 2 |, APP)
e 3 Adskal eSS sbwl s 5l 45 Peptide, AB)
BACEL-AS .S o W5 1 chies ol @ Saws 0l jles
O @Il als3l s BACEL smRNA « Jlasl 5 b

oy .(Faghihi et al. 2008) .S o ks 1, 05 ool OL

AT sl

STl (Alzheimer’s Disease, AD) !l (5 len
(Neurodegenerative Disease) _ae ol 5 fdow (5 by
Wl ol S5l el eatls s il s
Loss o7 Sold 0o 5 bapmban ol iy s
03 Ly e 4 re il gla i3 s el L s
Sl BYs 51l il s edalie LB CalSpn
S ol gl G S el (gl sl
g5 ol 5 Aol e 355 40 B glads sl s s
S 35 o L2l 42-B 5 40-B wshal 4 015 e Lads sl




Q‘)&«A}d)}i’c

e duSAS & WRNA

Sl Al msku HD 4 Se Olbey )b &8
5 L (Xie etal. 2012) das e 0L 5xe 3 |, BNDF
b S o 3L HD a1y S 2& BNDF ool &
Qs asl (1 e ans s s BNDF-AS 2als
Ol sl Jhasl = o, S Llg e BNDF bl

.(Modarresi et al. 2012) 1L HD

OS5l solew
Il & (Parkinson’s Disease) O swiS 3L (6ol

SV 055 4 45 Wil (S Sebahe s o
Shade a ol (nl st b S Seetens
- bl Re o el eSS 5 slad e 3, s
5SS naPINKL a8 Wlesls Olis ldlas 33 S
W15 PINKL 03 0l a5 L« ool LLncRNA
Katayama et al. ) ail atils 28 05 S5L ol 2

(2005

e ey 53 s )l

O Olpe & YA Jle s OKea 5 el
S50y Saas YA 5 Suia VY (gls_ise 55> LLNCRNA
S 53 S M S (6,8t Loy ey lE awslis
Lials LLNCRNA 5 MIRNA o,lS glads yai 5 Sltal
@ b el cpl gls 1y O0d L Aol s e s LG
s Hhas Ad, Lo« il . Callipyge .S
(Mikovic et al. 2018) Lil o ol o 35 5 on

Yore Jl 5o OLKes 5 s oy o glaadlas s
D3 oz 2050 S8 65 5 slime CSL A g,
g5 5 Olye pls calises Slacily )3 45 Wi S Oly (23 8
solant! sl s Lol Ol 5 055 < slize LLNCRNA

.(Koufariotis et al. 2015) w3l e

g)‘J:.A O L AERNY% JLw BL) Qb& 9 C)J}A

Sl 5 sl i 5 Oley slacsl ;> BACEL-AS
45 (Faghihi et al. 2008) b o /331 AD « S
ui.ilj'.él Cel L;jl.w (5‘}J4J:nﬂ\ J»l}; L s 6Lﬁd}l~d
- s 4 anea 510 Jlsl 5 BACEL-AS (L
BACEL mMRNA (Il il 4 e ol opl 35S
ol I ol 53 BACEL-AS ol ol 555 0 B oS skl
J;J_}ﬁ_gBACEl QL;; J:':'lf‘ Q,&L_} ol C)l} ('.:]a.u")\
(Pathogenesis) ol lew 5 mim 4 3 5 B S shaol
03,5 Jlé e 5 BACEL-AS 03ls 3 G 555 0 AD
SalS 4 e WSIRNA Ly In Vivo &y 4 O
Ssh e Aiskel B 85, 5 BACEL BACEL-AS
mla.q 3 S 5 AD 3 &S (o s sLLNCcRNA
> BC200 5 4 ;3 BCLl asle Cytoplasmic, BC)

.(Muddashetty et al. 2002) wzeas oL

05l (55 le
g e o (Huntington’s Disease) o 5Kusls (ol
& e el ) oS 345 e slew) (Hunting tin) Hit 03 s
Wl flS y sankd S Ll e S50 S 0458
Htt .(Benn et al. 2008; Johnson et al. 2008) >, .

ool gt Glatas Sl Lol 5 3, sl hes
das o ol Rest sles S oS L0 oSS
555 o RESU s (glal5 0Ly O )l o5 5l o
45 LaLncRNA & S s SIS slag ol - S

Al o AD 4 M Sldls Sl slacily
Golem L oS 13l s oWLNCRNA I i BDNF-AS
i, L5560l BDNF-AS ool Ll s 0 5Ksla
Sunwoo et al. ) .S o 5lgs w sy 31 e |, BDNF
ST i) 'OL. > BNDF .(2009; Zhang et al. 2012

\yay ul.«.m.o)g).ul.; Ag O)Ln.& /M 090 /w) ‘sﬁwlij (WIS -




eduSAS 2 LRNA

Q‘)&aﬁjé}}ib

Coel O o) oKlr (g, Sus aauly L LNCRNA
w3 09 4 LRED <=L;'>.>l .(Gutschner et al. 2011)
Lol 055,558 S5 p 3le il alie SIS0 Ll
st Cawd el b Jlgs S AL Al b JIg sl
-ada LS‘J" oy 4 J\J(j;dﬁ o_x,fu U'l‘ JwSL;a u&_,ﬁl?- \)
o S5 e 4 5 il Ade glazes WLNCRNA (6,8
)‘J’; oalal J)}A MALAT]. QL:.) d:..A\S 6‘]1 J’j" )j.}a
& HI9 pooeea (Miller et al. 2007) ol a3 S
o3L 5 ol b 4 5550 gla S5y L LNCRNA
BC- DNA sedl b o Siul33l Layses 51 e
sFpesn O 55 &S AiL e HI9 ol g Ll 819
LS o Culds |y (DT-A) s A Sl H19
Sl Calbyr Sogo 4 gag 033 4 BCBL9 Gy
Hanna et al. ) ol el alsil )50 5 o301 S Gua

.(2012; Smaldone and Davies. 2010
LLNCRNA sl jlsle g Sun

S0 L Llg o Ol e o5 sLNCRNA Ol
oslizal 5 gie i, cpl b ials RNA 4yl ksl

2l
(Short Interfering RNAs, ol Salslae sWRNA
You ssas Jsb L Sor S RNA slad 5 40 45 sIRNAS)
by 3 S she Ak ok aes 5SS
sl gilS 5 335 e 4 S, 5b 4 RNA interfering
G e Colg o el pl amd L pd Late 35 Cida
Campos Pereira and Lopes-) 555 . LNCRNA . =5

Cendes. 2012; Noori Daloii and Fazilaty Tabrizi.
RNA 3ludls e | =1 .(2013; Noori-Daloii. 2009

dUﬁﬂ QL&)J “ ;% 6‘}" HOTAIR J.Ju e./bj—\;: ./\S):.C
Sl & (Huang et al. 2014) ol sl sl 2o g ll!
MALATL oL lem seals 4SS Wlesls Ol 55 Olallas

L3S S8 sk o il 5 A4S S5l s LLNCRNA
5 LMRNA 0L o blo 5 6lKes s sla Sl oS
5 il 35 4 el ) 4S 05 34> 5 LLNCRNA
las o ioman 35 Al S 055 (53,5kes
oty a3 i Dlalllas gl sl 4l 5 555
Muret et ) 55 dals= & e 5o sl Slis 5 (5

.(al. 2017
RNA-seq 25, 3l eslacal L YVA Jlo 53 O 5 )
Wy 5l 8w, J=le 53 LeRNA YO Wi S s
53 53) Wy 5l e LNCRNA £06 5 (o S35, )0)0)
L3S g Sams Culg g S bl (Sl Y=Y
Olme &0 OOLas 5 Lasl 5 LLNCRNA wLiw § s S
5 Ay e -l 5s Ol e 5 SL e YL

(Lietal 2018) wil o o slete an s

29,13 Slaal Ol e 4 LLNCRNA slas 5,1

b Ol Ol gl 58N S S
Sladsbe o) 2 A Sl 0ok 5 LS 55U 1y s s
(B gJ"\ “ QJ\:M;) 6&5\) )l Lﬁ'{" .,\..J:L: s L;t:a.}o
ops amas b SIS s et s Sse s SOus
O'l\ LS\)‘. P sl aLncRNA .Jw:bdn g.\J_}«.i':dA
st‘..,a.:;—‘ E) °}i) Q)}aﬂ O d}" LML@ QL:)J djﬁ)
)L}L.u 6):5&;9.1.& thLnCRNA Lfaf) oliik? d;d.\.&
L.'. E) Cj.) )L::-Lw L;J:sd.l.b Cﬁ:l.@; BEIE aLncRNA 4.:))‘

.J)‘J J)P.-j C)Lﬂ‘)b k:».@?' L&LnCRNA C‘}M
LLNCRNA 55 oKl (5 5 ua

(RNA  RNA s lull jobe bug  Jos o
55,8 Ll o Destabilizing Elements, RED:s)
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o5l oL il e 3 oS sla Jlg 5 4 500
amale b b o sas las Oboys ;3 LADNAzZyme Sl s
Mastroyiannopoulos et al. ) cool sl DU 4 320
O)ﬁ,j& 4.! g va:J w.L.@_A Q)y 44 b(..ijj Cy u,,.v'\ (2010
Lo J\.:.UJ I ol

h.w}? LLNcRNA ad Loy fjé Sl ‘5;5_5.&5
La

Olpe o s n b @ad sl s slad Sse 51 sles,
Cdda Lﬁudﬂjﬂ Mf};w)tb-l.ww Lt .))5- L"k.ﬁj.ﬁl::s:l"
Noori Daloii and ) tas 5l 3 Gus |, LLNCRNA o s

Fazilaty Tabrizi. 2013; Noori-Daloii. 2009; Noori-
4 sl Jlast J 50l .(Daloii and Ghofrani. 2000

Gas IS5 a4 @b ml dlasl wlis s J S e
L ofsn 2,508 Hles o pe L8 o Colg o a8 (ol
CS a g oS SiRNA L oaslis 5 555 RNA
) r}) ;d}‘ 6\.&)\.‘1}[«4 “ Jlasl BE ufl.yl &u}.?
Jlasl s ol VU Sl Sy sdaas Olis LlLNCRNA
<oy (Darfeuille et al. 2006) il . LLNCRNA «
SELEX s, haws vl 4 45 ol onl ajell o3

(Systematic Evolution of Ligands by Exponential
Ellington and Szostak. 1990; ) . .& 4J &5 Enrichment)

a5 ol Al skt 4y (Tuerk and Gold. 1990
Ol wlipt W ol slagaly (58S 5 5 s
05 55 bewd Slud iemas | La el
Sy s et ofsn Olal 4 S Sl
@lp Llaz S 15 eslizad 5550 08058 slagslen Olass
Sl (VEGA) S, Il as, bele do alol el gl
Syee Yoot Jlo 5o copw @ atasly 353 o« dlead Ol ys

Ng and Adamis. ) <3S 13 o5l 5 lhe Olsle Aol

Guo etal. 2010; ) 3)li5 e b (S Jaes 53 o>
.(Tano et al. 2010

(Oligo  nucleotides i 51 slads 218 55 5K f
-4, S RNA L DNA slad S350 Antisense, ASOs)
Gl A5l 5 A B0 o ol Jsb &S ke
CLRNA 5 ASO (lad SJ5. (Crooke ST. 2001)
Gl Caldge g0 d a3 Gl |y eduSUS
Alas S 13 0pasl s Golew Ay Ll ln
Sl I se 45 Klesls oLis INVIVO 5 In Vitro slag se i
5 Ay zals 1, of 0l aly o MALATL s ASO
Hanna et al. ) Lys o, Ol w jhulie Jals Corge

.(2012; Tripathi et al. 2013; Sheridan. 2012

(Hammer 28 sbapsigms ois & Bpsiam)
Lol abl>l o5 » ail> & (sluls Head Ribozyme)
ohs s o3 ) RNA & waes 5B 5 daes 550 50
$35b 33 s 5l ol .(Beigelman et al. 1995) uas % »
st Ol slad S g a0 Jlasl gl 555 (g g2lS 6 Yo
WSiRNA 4 ool 28 o Slap sy S o oot
Jos 2 e U050 4 o st gla S L
GlSen Y Laesises ol 2 edle S s
sy s Slas gl AQO eslsils slass s L LasiRNA
Anti- glap 5550, Ao LS b olSen & 3L
> 045505 GWRNA o2 ol 42l & VERGFR-1/2
O35l 350 Slam sl s JS, 058 Ol Olays
o s asldS bl w by sl 5SS s § 18
Shsers JB Ll ars s A4S Ol Ol

.(Pavco et al. 2000) Kloas jliwlio

S Lies las, SO DNA (slad I 5 WDNAzyme
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LLnNcRNA is 9 aJllao 6‘-“5’31

iS s adlee cgr e G sl s,
J 55 LLNCRNA  JoJ4e 5 63,Shas sla,lS 55k
5 b s d s Wilbe SAS 5 axes
S s S Vb Caeal by os 0 sbes S0
Ols L LLNCRNA 0L 5JUT Lels (LNcRNA 5 Sles
Gl iiSKan s anlae 5 ol slaesls aul VU Sllee
4 oSk ol bl a5 Al 555 s~LNcRNA
L0l AT Calises 5 0k gladnl b gabacly
asl= O JUs « .(Ulitsky and Bartel. 2013) ..
Sl 5050 slaPipeline 4 ouias LLLNCRNA o 5
s 4S el 038 iy Ll b el ol e atls
Comdye ol LT gauaib 5 sledde 5 cils
Jb s &u)\}élpj RRC RGN ftad‘ b 5 e85
5 ahol 4 a5 L1, LLNCRNA & wea 525
siSUS G0l SR 4 e 0T S

S o huai b 5
LLNCRNA (3T slael&l osls

Sledbl ale Dol 5 rass el 5o deged S 4 50
KT Slasll a3l Sl eipm L3 O Kkasn Ol
RNAseq x> 5l Lassls Cilisea gtk aasly )5 (godate
s oored BBl sds (g5l L. s Microarray
09 (M umu SolL osls ke e il
a4 by Sl Gl 0L o Shes L oda,
FormS J= s 55 0481 5 Llasl axw s LNCRNA
Gene 3l (aolL esls opl 3 34 e glaesls il
Zhu et ) L ys oo bl ol Ol OVUe L 5 bank
=S5 b bl GlaelKL esls ol 51 gsluws (al. 2013

Nledss CMAJ@_B (Y) J}Jo- B 6‘)5 B 6“

(2006
513 Olge 4 LLNCRNA 5 5,1

(Circular circRNA &G L 5 w38 05 &G LneRNA G
W5 e (el g5l (sl S5 RNA ¢ 5 ) RNA)
Sbaoisn L LRNA ) Clor ly mil S Ol 4
(RNPS) Ls 55 5 515 555 o554 RNA 4 oy Lt
S S oslss 8 Sl s Gk cpl s AL
5908 Hemmed el 4y 0 5L O e 55 a8 s kel
5l Gkt 15 Jsbe Il 4 WLNCRNA L5
Ll 0l L s K 6 0l S s glite sla e
S S o Ol gl Ab S b S
Jos oo Lo (65505 S Aol W5 s 5 4 LNCRNA

LS B Glegen K0 4 5ols A 6 515 S

})‘.} 0‘35-9 “ LncRNA éﬁ)\s (W RE

Oz SIS b ogyls Olse 4 LLNCRNA I eslizl
S oeemen 5 BRNA GlLL 5 Jlo)l el
U5 4 el ol s 0 Ol 3 SUIS sy slag 5]
das e a1 LNeRNA ol slagls Sl
L Lol (LNCRNA cosslis il 5l | shate w0 0l Siass
53 Pl s gy cpl sls i abend S g @
O 4 05ST 0l bssse gla S i 5 0T s Slas
Gl RIS sk 4 il spdes w8 S
SLRNA 5l lad sSJse opl (ilulas 35,5 51 BLncRNA
55 RNA & oyl S o eslazal (CIrCRNAS) (s 5al>
Ll o sl 55 5 S e Caslie SILNCRNA L 4 i
LaCircRNA .(Hansen et al. 2013; Hansen et al. 2011)
Ll 53 ol 5 S8 45 weea LNCRNA S (glos 35
LCIrcRNA & 5, ool 5l .aib s BRNA L, L ss

35 o 44 35 LNCRNA - l5L"
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Table 2. LncRNA online databases are available to the public

Jau (LNcRNA 352w

Sl b [PPHKS KL o3l
SnoRNA s miRNA
http://www.Incrnadb.org/ = Sdae LncRNAdb
http://www.ncrna.org/ s Sdate fRNA
http://www.noncode.org/ Y Sdale Noncode
http://research.imb.uqg.edu.au/rnadb/ Y Sdale Rnadb
http://www.man.poznan.pl/5SData/ncRNA/index.html b Sdate Non-coding
http://jsm-research.imb.ug.edu.au/nred/cgi-bin/ncrnadb.pl & oo Ol NRED
http://rfam.sanger.ac.uk/ s Sdaie Rfam
http://www.noncode.org/ncFANs/ o Sse ol ncFANs
http://cmbi.bjmu.edu.cn/Incrnadisease > ol InNcRNADisease
http://www.Incipedia.org o ol LNCipedia
http://deepbase.sysu.edu.cn/chipbase/ Y Sdaze ChIPBase
Dl o sl e nl 3556 5 05 Ol i (6)lSams
s S lon 5 O a)le DLy 5 SIS L et 5 .

Al azils oy 0 sSmle Gaal T O gman (555 0 omas
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Db L2 oa Sy Sl sl g0 skedle
Sl glaweas 5o Jtasn 5 adlee 228 (gl 6oL
i LBl &S ol Al 5 3l sy Slee
Oleys &S plagsber ofi s dagilon g5 Ol s Lo
Iy U cpimead 58 Ty el 0l 1y WOT (gl oadad
Slawe) 5o el 5 o Shes L G iE 058
FRNENC RS TS O NG S W VAR S e
Lels 5o Gads 5 oo Shee Slio 5 ol SlEAOL

il

ke el 51 Al e 530S 6 sWRNA L LncRNA
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sk S sl ol i el s
o 53 03 L peiS 5 o3 e e g8
Sbaiass plil b aad 4 alasd 5 il o Jloegs
Ll 5l g5 ol Gl Ghes gt ol
2> baesls g5 onl & Gl S a pd e e 5 AES
Lo sems BB B el Sl 5 (Sap sl
andlae Coan as 3550 ol 5o Oldlae 2l S e 530
s ol . glsl s> LLncRNA sSes 5 5B
d s s 2l Gl & 2o e slalez

el s 0313 Gy 3l o Sler Camer 53 b 28
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Abstract

A major part of the gene-expression products has composed by non-coding protein-binding
ribonucleotide sequences including short and long RNA molecules ranged in ten to hundreds
which more than 200 nucleotides are called “long non-coding protein RNA, or IncRNA”.
LncRNAs act important roles in some cellular processes by their special molecular structure.
Purposes of this study were to evaluate the function of regulator LncRNAs as a major component
in intracellular processes and regulating gene expression at different epigenetic levels,
transcription, and post-transcription. We also aimed to evaluate the function of LncRNAS in
development of the central nervous system, increase or decrease of their expression in some
disease like cancer and their roles in some animal diseases. Many modern technologies and
advanced bioinformatics methods have been developed to identify LncRNA molecules. Here, we
review the current state of knowledge of the IncRNA field, discussing what is known about the
genomic contexts, biological functions, and mechanisms of action of IncRNAs. Although there
are several online databases to facilitate researches and share scientific information related to
these molecules. Therefore, it is expected that studying on this particular type of RNAs to find
out their functional and regulatory roles is increasing; and there is still a great deal of space for
developing researches in human and animal diseases. There are hopes that more perspectives to
find out therapies for many types of diseases, especially those with no definitive treatment. In
addition, we wish to obtain significant advances in genetics and livestock breeding by finding
new functional and regulatory roles of LncRNAs in animal productive traits.
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