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Cloning and Transformation of Bacteriophage T7 RNA

Polymerase to Tobacco
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Figure 1. Electrophoresis of the PCR product, amplification of T7RNA
polymerase 1: PCR product 2: control (water as template) M: 1 kb DNA
Ladder.
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Figure 3. Proof of the presence of T7TRNAP gene by digestion reaction. 1
and 2: recombinant vector, 3: recombinant vector after digestion by Bglll
enzyme, 4. recombinant vector after digestion by BstElll enzyme, 5:
recombinant vector 1 after digestion by Bglll and BstElIl enzymes, 6:
recombinant vector 2 after digestion by Bglll and BStEIl enzymes. M: 1
kb DNA Ladder.
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Figure 4 A: Regeneration of plants on selection medium containing
hygromycin (15 mg/l), B: negative Control C: plants on selection
medium, D: Transgenic tobacco plants in pots.
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Figure 2. T-DNA region of pACT7. LB and RB: Left and Right Borders,
HY G(R): Hygromycin selectable marker, CaMV35S: Cauliflower Mosaic

Virus promoter and NOS: Nopaline Synthase terminator.
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Figure 6. Electrophoresis of RNA extracted from transgenic plants Line
1to 4, 5: RNA extracted from non-transgenic plant M: 1 kb DNA Ladder.
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Figure 7. A: Electrophoresis of PCR product with GAPDH primers on
the cDNA synthesized (lane 1 -4) B: Electrophoresis of PCR product with
T7RNA-specific primers on the cDNA synthesized 1: control plant 2 -5:
Transgenic plants. M: 1 kb DNA Ladder
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Figure 5 Electrophoresis of the PCR product in transgenic plant by PCR,
M: 1 kb DNA Ladder, 1-4 : transgenic plant, S: wild type plant.
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