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Table 1- Comparison of frequency of nucleotides in cytochrome b region in Khazak native chicken of Sistan and Domestic Chicken.

Nucleotides frequency percentage

Population C G T A G+C A+T

Khazak native chicken (288) (105) (188) (208) 49.81 50.19
of Sistan 36.5 13.31 23.82 26.37

Domestic chicken (284) (105) (186) (205) (49.87) 50.13
36.41 13.46 23.85 26.28
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Fig 2. Phylogenetic tree based on consensus sequences of Khazak native chicken and other chicken breeds are taken from GenBank along

with their accession numbers
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