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Tablel- Name and sequences of primer designed for SOS1 gene isolation from K.SCOpal’ia .

Name primer Sequences primer
P.SOS.S.FWD1 5’-ATGGCAGCATCTCGAA-3’
P.SOS.S.REV1 5’-AGAAAACAAACAATGTT-3
P.SOS.S.FWD?2 5-ACTGGAACACTGTTT-3
P.SOS.S.REV2 5-CCGTTTGATATAAGCCA-3
P.SOS.S.FWD3 5-CAAATGGGATCTGGCT-3
P.SOS.S.REV3 5-GAGATTACTTGGTGAATC-3

ool >l iS5 sl F5leT 5l oolanl L CDNA i cos 2:STy sl bglse —Y Jouo
Table 2: Reagents and volume for cDNA synthesis using by reverse primer designed.

ST el e o
Reagents Volume

Total RNA (5,5 50) - - ) s Sa ¥

Specific Primer (,Y goq,500) ) Fs S 110

(Yso sk V) ANTP A S /0

10X RTase reaction buffer A S )

(Yo dee -/1) DTT s San |

HYPER Script TM Reverse Trans criptase 200u/ pl A S /0
Zym ALL™ RNase inhibitor A5 S 0 /0

Nuclease free water A S Y

K.scoparia oS ;5 SOS1 (5 ilakas i85 (gl PCR juiSly (glpr! —¥ J g

Table3: Reagents PCR for amplification of SOS1 gene in K.scoparia.

Reagents =Sy <13 Volume lse @
Forward primer s S /0

Revers primer s S /0

cDNA Template AP OR

(Red BioRun) Master Mix A5 S VY0
Nuclease free water A5 Se YO s
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S

I $31 S5 e P.SOS.SREVL/ P.SOS.SFWDL 3kl S 5 :cill .ol BIORON =S 5 DNA Ladder 100bp coslizul 3,50 JsSse ,SOLES SCOparia
P.SOS.SFWD4/P.SOS.SREVA S35l S 5 : 5P.SOS.SFWDS/P.SOSSREV3 ;LT S 5 7 P.SOS.SREV2 P.SOS.SFWD2

Figurel- cDNA amplification with expected length 1200bp, for coding sequences of plasma membrane antiporter with specific primer and leaf tissue from K.
scoparia.DNA ladder100bp BIORON Company. a: P.SOS.S.FWD1/P.SOS.S.REV1, b: P.SOS.S.FWD2/P.SOS.S.REV2, c: P.SOS.S.FWD3/P.SOS.S.REV3,d:
P.SOS.S.FWD4/P.SOS.S.REVA4.

BLAST 4l ,; 3l eslazul LK. scoparia 3l ead (g5lula= SOSL O3 45, - Jel 5 a5 Cu ¥ Jyu>
Table 4- Results aligment using by BLAST program for SOS1 gene isolated from K.scoparia.

Number Plants sp. Identity

\ Salicornia dolichostachya Yot
Y Salicornia brachiata YoMt
¥ Suaeda japonica YAY
¢ Suaeda salsa %AY
° Beta vulgaris YoA
1 Spinica oleraceae %M
Y Sesuvium portulacastum %V
A Mesemebryanthemum %VY
4 Vitis vinifera AR
Ve Populus trichocarpa %Y1

VY Populus eupharatica %Y1
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Figure 2- Phylogenic tree based on amino acid sequences of plasma membrane antiporter (SOS1) isolated from K.scoparia used of me align (Cluster W).
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Figure3- Hydropathy plot of predicted plasma membrane antiporter protein in K. Scoparia
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Figure4- Protein network proposed for K.S.SOS gene isolated from K.scoparia using by modeling in Arabidopsis thaliana
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